A novel chaperonin-encapsulation system for NMR measurements has been designed. 
Introduction
Nuclear magnetic resonance (NMR) spectroscopy is one of the most powerful techniques for the analysis of the structure, dynamics and function of proteins in solution. It is also widely used to study protein-protein and protein-ligand interactions. GroEL, respectively. In (C), the molecules are drawn to scale from crystal structure coordinates (PDB ID 1AON and 1UBQ [14, 23] ) showing the volume of the chamber (175,000 Å 3 , which corresponds to a globular protein of 142 kDa) is much larger than ubiquitin [24, 25] . Asp398 C  of the ATP-binding site of GroEL is marked by a red sphere. Its location deep inside the complex shows that small compounds of similar size to ATP can freely enter the cavity. The figure was drawn using Molmol [26] . shown in Figure 4 . The left and right panels are taken from the spectra of the reference (Fig. 3A) and the ternary complex (Fig. 3B) , respectively. The red lines show the best fits to a Lorentzian line shape. The assignments and line widths  FWHH are indicated.
